Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.029; wR factor = 0.080; data-to-parameter ratio = 17.3.
Experimental
Crystal data C 6 H 12 N 2 O 2 S M r = 176.24 Triclinic, P1 a = 5.2425 (4) Å b = 8.7047 (6) Å c = 9.4370 (7) Å = 74.812 (1) = 88.670 (1) = 79.708 (1) V = 408.80 (5) Å 3 Z = 2 Mo K radiation = 0.35 mm À1 T = 296 K 0.30 Â 0.20 Â 0.20 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2003) T min = 0.903, T max = 0.934 4260 measured reflections 1760 independent reflections 1557 reflections with I > 2(I) R int = 0.012 Refinement R[F 2 > 2(F 2 )] = 0.029 wR(F 2 ) = 0.080 S = 1.00 1760 reflections 102 parameters H-atom parameters constrained Á max = 0.36 e Å À3 Á min = À0.17 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày þ 2; Àz þ 1; (ii) Àx þ 1; Ày þ 2; Àz þ 1; (iii) Àx; Ày þ 2; Àz þ 2.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT-Plus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: OLEX2 (Dolomanov et al., 2009); software used to prepare material for publication: SHELXTL. with urea, thiourea, guanidine etc (Barton & Ollis, 1979) . In the title compound (I), C 6 H 12 N 2 O 2 S, the heterocyclo ring has a sofa conformation, (Q T = 0.459 (13) Å, θ= 127.52 (7)°, φ 2 = 59.54 (4)°, (Cremer & Pople, 1975) . The molecular conformation is stabilized by one intramolecular O-H···O hydrogen-bond interaction with set graph motif S(6) (Bernstein, et al. 1995) . In the crystal the molecules are linked by O-H···S, N-H···S, N-H···O hydrogen-bond interactions forming an extended two-dimensional framework parallel to ab plane, Table 1 , Fig. 2 .
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Experimental
On the anhydrous ethanol (40 ml) added 18 gram (0.783 mol) small pieces of metallic sodium and wasvigorously stirred until sodium fully reacted with ethanol. Then on theobtained solution was added 10 gram (0.1 mol) of acetylacetone and 7.4 gram (0.1 mol) ofthiourea. Reaction mixture was stirred two hour in room temperature. Then 120 ml distilled water added on reaction mixture and neutralized with 5 ml ofglacial acetic acid. Precipitated unreacted part of thiourea was filtered ofand the obtained filtrate stayed in -10 °C. After two days obtained single crystals of 4,6-dihydroxy-4,6-dimethyltetrahydropyrimidine-2(1h)-thione was collected. Yield 6 gram (42%), m.p. 254-255 °C. 1 H NMR(300 MHz, DMSO-d6) δ 1.32 (s, 6H, 2CH 3 ), 1.71-2.05 (m, 2H,CH 2 ), 3.52 (s, 2H, 2OH), 6.16 (s, 1H, NH), 8.67 (s, 1H, NH). 13 CNMR (75 MHz, DMSO-d6) δ 28. 40,43.63, 78.98, 79.07, 175.23, 175.31 Refinement All H-atoms were placed in calculated positions [C-H = 0.96 to 0.97 Å, U iso (H) =1.2 to 1.5 U eq (C), O-H = 0.88 Å,
and were included in the refinement in the riding model approximation. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0400 (7) −0.0099 (6) 0.0072 (6) −0.0188 (6) C6 0.0388 (7) 0.0420 (7) 0.0256 (6) −0.0044 (6) −0.0037 (5) −0.0050 (5) Geometric parameters (Å, °) 
